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Schistosoma mansoni venom allergen-like protein 4
(SmVAL4) is a novel lipid-binding SCP/TAPS protein
that lacks the prototypical CAP motifs.
Corrigendum
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Figure 6(a) of the article by Kelleher et al. [(2014), Acta Cryst. D70, 2186-2196]
is corrected.

In the article by Kelleher et al. (2014), Fig. 6(a) was incorrect
and the locations of the CBM and Crispl were missing. The
correct Fig. 6(a) is published here and the CBM and Crisp1 are
now shown with a blue line and a red line, respectively.
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Figure 6

The calveolin-binding motif. (a) The conserved calveolin-binding motif (CBM) is evident in the
alignment of the sequences of SmVAL4, GAPRI1, Pryl and Pry2. The secondary-structural elements
shown are for SmVAL4 and GAPR1 (PDB entry 4aiw). The location of the CBM is identified with a blue
line, while the CRISP1 motif is shown as a red line.
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